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0.6 Å2 over 193 C atoms for available human MEC-17 structures.
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 In particular, cell based assays, for example using genetically encoded 
calcium sensors, might provide a more accurate indication of the role of acetylation. Our 
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structural and functional analyses presented here provide the framework for these studies and 
will assist in further research into MEC-17 and tubulin acetylation as a whole. 
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
lignment of MEC-17 Homologues. The secondary 
structure is indicated above the sequence as blue cylinders ( helices), green arrows ( 
sheets), and gray lines (coil regions). The numbering below the alignment is relative to human 
MEC-17. Overall sequence conservation at each position is shaded in a color gradient from 
white (below 60 % identity) to yellow (60 % identity) to dark red (100 % identity). Magenta dots 
indicate mutated residues  in our biochemical and in vivo analyses. 
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WT and mutant forms of MEC-17 used in in vitro biochemical 
assays visualized on SDS-PAGE gels. (b) 
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Table 1.  Crystallographic analysis 
a SSRL, Stanford Synchrotron Radiation Lightsource 
b Highest-resolution shell is shown in parentheses 
c As determined by Molprobity34 
 
Table 2. Biochemical analysis of MEC-17 Mutants. The Michaelis-Menten 

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